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CURRICULUM VITAE
Stephanie Malia Fullerton

Department of Bioethics and Humanities Phone: (206) 616-1864
University of Washington School of Medicine FAX: (206) 685-7515
Box 357120 E-mail: smflirtn@uw.edu

Seattle, WA 98195

PERSONAL DATA

Date of Birth:

Place of Birth:

Citizenship:

EDUCATION
1986-1989
1989-1990
1990-1995

July 6, 1967

Hilo, Hawaii
United States

Occidental College, B.A. (Biochemistry, minor Religious Studies), Summa cum laude
University of Oxford, Postgraduate Diploma (Human Biology), with Distinction
University of Oxford, D.Phil. (Human Population Genetics), Dissertation: “Allelic
sequence diversity at the human R-globin locus”, Examiners Jeffreys & Southern

POSTGRADUATE TRAINING

1998-2000

2000-2001
2001-2002

2002-2005

Research Associate, Departments of Anthropology and Biology, Pennsylvania State
University, University Park, PA

Research Associate, Department of Human Genetics, University of Chicago, Chicago, IL
Research Associate, Anthropology and Biology, Pennsylvania State University, University
Park, PA

NIH Ethical, Legal, and Social Implications Program Postdoctoral Fellow, Department of
Anthropology & Rock Ethics Institute, Pennsylvania State University, University Park, PA

FACULTY POSITIONS HELD

1995-1998
2005-2011
2008-2011
2009-2011
2010-present
2011-present
2011-present

2011-present

University Lecturer (equivalent of US Assistant Professor), Department of Anthropology,
University of Durham, Durham, United Kingdom

Assistant Professor, Department of Bioethics & Humanities (formerly Medical History
and Ethics), University of Washington School of Medicine, Seattle, WA

Adjunct Assistant Professor, Department of Genome Sciences, University of Washington
School of Medicine, Seattle, WA

Adjunct Assistant Professor, Department of Epidemiology, University of Washington
School of Public Health, Seattle, WA

Affiliate Investigator, Division of Public Health Sciences, Fred Hutchinson Cancer
Research Center, Seattle, WA

Associate Professor, Department of Bioethics & Humanities, University of Washington
School of Medicine, Seattle, WA

Adjunct Associate Professor, Department of Genome Sciences, University of Washington
School of Medicine, Seattle, WA

Adjunct Associate Professor, Department of Epidemiology, University of Washington
School of Public Health, Seattle, WA



Fullerton, 3/9/2012, Page 2 of 16

HOSPITALS POSITIONS HELD

None

HONORS

1988 Phi Beta Kappa

1989 Lucille Y. Gilman Memorial Award to Outstanding Senior, Occidental College

1989 Selle Award to Outstanding Biology Graduate, Occidental College

1989 Rhodes Scholarship, The Rhodes Trust

1992 Overseas Research Students’ Award, Committee of Vice-Chancellors & Principals of the
Universities of the United Kingdom

1996 Special Award for Younger Staff, University of Durham

1998 Invited Visiting Fellow, Biomolecular Function and Evolution in the Context of the
Genome Project, Isaac Newton Institute for Mathematical Sciences, Cambridge, UK

2003 Invited Participant, National Endowment for the Humanities ‘Science and Values’

Summer Institute, Department of History and Philosophy of Science, University of
Pittsburgh, Pittsburgh, PA

2005 Invited Participant, National Academies Keck Futures Initiative on ‘The Genomic
Revolution: Implications for Treatment and Control of Infectious Disease’, Irvine, CA

BOARD CERTIFICATION
None

CURRENT LICENSE(S) TO PRACTICE
None

PROFESSIONAL ORGANIZATIONS

1993-2006 Member, Genetical Society, UK (Durham University Representative)

1994-2000 Member, American Association of Physical Anthropologists

1999-present Member, American Society of Human Genetics (Chair, Social Issues Committee;
Member, Ancestry Testing Task Force)

2002-2009 Member, Society for Social Studies of Science

2003-present Member, American Society for Bioethics and Humanities

TEACHING RESPONSIBILITIES

Courses
2006-2007 MHE 597/PHG 590, Human Genomics: Science, Ethics, and Society (4 credits, Spring)
2008 MHE/PHG 551, Human Genomics: Science, Ethics, and Society (4 credits, Spring)

2008-2009 B H/PHG 551, Human Genomics: Science, Ethics, and Society (4 credits, Fall)
2007-2010 PHG 580, Interactive Seminar (1 credit, Year-Long), Shared 50% with Austin

2009 HUM 596, Normative Claims for a Democratic Science (2 credits, Spring), with Wylie
2008-2010 PHG 591, PHG Journal Club (1 credit, Year-Long)

2010-present B H/PHG 551/GS 573, Human Genomics: Science, Ethics, and Society (3 credits, Fall)

Guest Teaching (Annual)

2006-2009 B H (MHE) 514/PHG 512/LAW H 504 Legal, Ethical, and Social Issues in Public Health
Genetics (Mastrioanni): Genetics, Race, and Health Disparities

2006-present B H (MHE) 523 Biomedical Ethics and the Life Sciences (McCormick): Ethical Issues in
Human Genetics




2006-present
2007-2008

2007-present
2007-present
2007-2010

2008-present

2009-present
2010
2012

2012

Fullerton, 3/9/2012, Page 3 of 16

UW-Hyogo Medical School Visit (McCormick): Ethical Issues in Human Genetics
GENOME 351 Human Genetics: The Individual and Society (Waterston): Ethical Issues in
Human Genetics

PHG 521/NURS 582/ANTH 574 Socio-Cultural Perspectives of Public Health Genetics
(McGrath): Social Implications of Genetic Ancestry Testing

Amgen Scholars Summer Program, UW Undergraduate Research Program (DeCosmo):
Science in Society — What's Integrity Got to Do with Science?

UW Genome Sciences Education Outreach StarNet (Munn): Ethical Implications of
Complex Trait Genetics

HA&S 397 Making the Most of Your UW Experience, UW Arts and Sciences Honors
College Freshman Seminar (Pitre-Collins): My Pivot Points and Ways Opening/Closing
(Reflections on Professional Journey)

PHG 511/ EPI 517 Genetic Epidemiology (Austin): Ethical Issues in Genetic Epidemiology,
joint with Kelly Edwards

B H 515/PHG 525 Public Commentary on Ethical Issues in Human Genetics (Edwards):
Discussion of Rebecca Skloot’s “The Immortal Life of Henrietta Lacks”

HSERV 592K MPH Departmental Seminar (Spigner): The Public’s Health and Penn State:
Individual and Institutional (Ir)responsibility

SOC WL 591 Embodiment of Risk, Health Disparities, and Stress Mechanisms (Nurius):
Explanation or Intervention? — Ethical Perspectives on Health Disparities Research

Dissertation Committees

2005-2009
2005-2010
2006-2007
2006-2008
2007-2009
2007-2009
2010-present
2010-present
2011-present

Vivian Hawkins (Molecular and Cellular Biology), Member, Reader
Joon-Ho Yu (Public Health Genetics), Chair

Laura Certain (Genome Sciences), Member

Sara Selgrade (Microbiology), Graduate School Representative (GSR)
Sierra Hansen (Public Health Genetics), Member

Jonathan Golob (Pathology), GSR

Paul Fearn (Medical Education & Biomedical Informatics), GSR
Jonathan Kocarnik (Public Health Genetics), Member

Mercy Laurino (Public Health Genetics), Chair

Thesis Committees (all Public Health Genetics)

2006-2008
2007-2008
2007-2008
2008-2009
2009-2010
2010-2011
2011-2012
2011-2012

Kimberly Friese, Member
Brittany Guy, Member
Julie Bares, Chair

Rachel Malen, Chair
Tristan Victoroff, Member
Sarah Knerr, Chair

Emmi Bane, Chair

Lorelei Walker, Member

Trainees (Last 5 Years) [* see Publications for citation]

PhD (Public Health Genetics)

2005-2010
2006-2009
2011-present

Joon-Ho Yu [*17, 19, 21]
Sierra Hansen (jointly with Evan Eichler, Genome Sciences) [*22]
Mercy Laurino
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MPH (Public Health Genetics)

2007-2009
2008-2009
2008-2009
2009-2011
2010-2011
2010-present
2011-present

Rachel Malen
Brittany Guy

Julie Bares [*24, 35]
Sarah Knerr [*36]
Marilyn Hair [*37]
Lorelei Walker [*32]
Emmi Bane

Prior Teaching Experience

1991-1993

1995-1998

1997-1998

2002
2003-2004

Undergraduate Instruction, B.A. in Human Sciences, B.Sc. in Biology, Institute of
Biological Anthropology, University of Oxford, UK

Undergraduate Instruction, B.A. in Human Sciences, B.Sc. in Health and Human Sciences,
University College Stockton, University of Durham, UK

Postgraduate Instruction, M.Sc. in Biological Anthropology, Department of
Anthropology, University of Durham, UK

ANTH 021, Introduction to Biological Anthropology, Penn State University (Summer)
PHIL/WST 497A and ENG 597B, Feminist Studies of Scientific Theory and Practice, Penn
State University (Fall)

EDITORIAL RESPONSIBILITIES

None

SPECIAL NATIONAL RESPONSIBILITIES

1996
2004
2007
2009-present
2010-present

2010

2010-present

External Adviser, Academic Standards Validation Panel for B.Sc. in Human Sciences,
Roehampton Institute, London

Member, Rhodes Scholarship Selection Committee, State of Pennsylvania

External Reviewer, Competition Il Interim Review, Genome Canada, Vancouver, BC
Member, Ethical, Legal, and Social Implications Workgroup, NHLBI/NHGRI Exome
Sequencing Project

Member, Bioethics Advisory Panel, Kaiser Permanente Research Program on Genes,
Environment, and Health (RPGEH)

Member, External Advisory Committee, U-34 Clinical Translational Genetics Education
Project, NIH National Institute of Diabetes and Digestive and Kidney Diseases
Member, District 14 Committee of Selection, Rhodes Scholarship, The Rhodes Trust

SPECIAL LOCAL RESPONSIBILITIES

1996-1998

1997-1998

1998-2005

2005-present
2006-2010

2008-present

Coordinator, Departmental Seminar Series, Department of Anthropology, University of
Durham

University College Stockton Representative, Information Technology Users Committee,
University of Durham

Member, Rhodes, Marshall, and Mitchell Scholarship Internal Selection Committee,
Pennsylvania State University

Member, Academic Planning Committee, Institute for Public Health Genetics

Member, Rhodes, Marshall, and Mitchell Scholarship Internal Selection Committee,
University of Washington

Director, Biomedical Research Integrity Series, University of Washington School of
Medicine
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2008-present Member, Bodemer Selection Committee, Department of Bioethics & Humanities, UW
School of Medicine

2009-present Member, Phenotyped Biospecimen Resource Working Group, UW School of Medicine

2009-present Member, Dean’s Standing Committee on Women in Medicine, UW School of Medicine

2010-present Member, Consortium Biospecimen Repository, Ethics Strategic Planning Committee,
Fred Hutchinson Cancer Research Center

2011-present Member, SCOAP CERTN Advisory Board Oversight Group, University of Washington

2011-present Member, Embryonic Stem Cell Oversight (ESCRO) Committee, University of Washington

2011-present Member, Sage Bionetworks Ethics Advisory Team (SBEAT), Fred Hutchinson Cancer
Research Center

2011-present Member, Consortium Biospecimen Resource (CBR) Oversight Committee, Fred
Hutchinson Cancer Research Center

RESEARCH FUNDING

Active

UL1 RR 025014-01 (Disis) 9/17/2007-5/31/2012 0.6 CAL

NIH/NCRR $6,513,229 (Yr 1 Direct)

Institute of Translational Health Sciences

This grant is linked to two training grants; together, the three grants fund the Institute of Translational
Health Sciences, a partnership between the University of Washington, the Fred Hutchinson Cancer
Research Center, Children's Hospital and Regional Medical Center, and local and regional research and
community partners. As a "collaboratory," the Institute fosters collaboration, career development,
education, innovative technologies and resources, and the translational health research process itself.
Role: Member of Regulatory Support & Bioethics Core, and Co-Investigator

1RC4 MD005964-01 (Gibbons) 1/01/2011-10/31/2013 0.6 CAL

NIH $1,156,399 (Annual Direct)

Minority Health-GRID Network: A Genomics Resource for Health Disparity Research

The proposed project will create a novel national resource --the Minority Health Genomics and
Translational Research Bio-Repository Database Network (Minority Health-GRID Network) that is
capable of capturing the multi-dimensional factors that mediate the differences in health outcomes
observed in minority communities. Role: Co-Investigator

P50 HG 3374-06 (Burke) 5/14/2010-3/31/2015 1.2 CAL

NIH/NHGRI $881,172 (Yr 7 Direct)

Center for Genomics and Healthcare Equality

This proposal outlines a competitive, 5 year renewal plan for this Center of Excellence in Ethical, Legal,
and Social Implications (ELSI) Research. The Center explores issues around the clinical integration of
genomics with a focus on medically underserved populations. Role: Director of Genome Sciences Core,
and Co-Investigator

P50 CA148143 (Thompson) 4/01/2010-3/31/2015 1.8 CAL

NIH/NCI $1,245,805 (Annual Direct)

Understanding and Preventing Breast Cancer Disparities in Latinas

This P50 application involve researchers from several disciplines in research devoted to understanding
and preventing precursors of breast cancer and reducing breast cancer morbidity and mortality among
Latinas. Role: Director of Ethics and Policy Core, and Co-Investigator
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U01 HG006375 (Larson/Jarvik) 8/01/2011 -7/31/2015 1.8 CAL

NIH/NHGRI $500,000 (Annual Direct)

Development and Use of Network Genetic discovery and application in a clinical setting: Continuing a
partnership

This project will continue the efforts of the Group Health/University of Washington eMERGE
collaboration to expand the library of phenotyped derived from the electronic medical record; advance
the integration of genome-scale data into clinical practice; and broaden the impact of eMERGE through
new collaborations. Role: Co-Investigator

R25 RR032147-02 (Fullerton/Munn/Nickerson) 4/1/2011-3/31/2016 1.2 CAL

NIH/NCRR $247,377 (Annual Direct)

Genes, the Environment, and Me (GEM)

The proposed project will we will develop a series of modular lessons focused on a fundamental concept
of biology—the interaction of genes and the environment to in the determination of traits in all living
organisms. The lessons will be used to supplement health and science programs that serve
underrepresented K-12 students throughout Washington and other parts of the United States.

Role: Multi-PI

R0O1 DA024411-03 (Hill) 11/16/2011 - 06/30/2016 1.2 CAL

NIH $852,289 (Annual Direct)

Social and Genetic Factors in the Development of Tobacco and Alcohol Dependence

The proposed RO1 constitutes a collaboration between three ongoing longitudinal studies: the Seattle
Social Development Project (SSDP, Karl G. Hill, P1), the Raising Healthy Children Project (RHC, Richard F.
Catalano, PI) and projects from the Minnesota Center for Twin and Family Research (MCTFR, Matthew
McGue, and William lacono, Pls). Collaborators will conduct genetic association analyses and examine of
gene-environment interplay in the development of addiction. Role: Co-Investigator

Jarvik (PI) 12/5/2011-11/30/2015 2.4 CAL

NIH/NHGRI $1,516,481 (Annual Direct)

Clinical sequencing in cancer: Clinical, ethical, and technological studies

This program will investigate aspects of using exomic data clinically, considering clinical, technical,
informatics, and bioethical components. We propose a randomized controlled trial of exome testing vs.
usual care in medical genetics clinic patients indicated for colorectal cancer/polyposis (CRC) genetic
testing. We will return CRC gene test results and also incidental findings that are medically actionable.
An important component of our work is determination of which results to return and how best to
incorporate these into the medical record. Role: Co-Investigator.

Slattery (PI) 1/1/2011-5/31/2014 0.6 CAL

Washington State LSDF $2,382,098 (Yr 1 Direct)

Washington Phenotyped Biospecimen Resource

This project will create a system providing researchers access to leftover portions of diagnostic and
surgical waste specimens from patients at UW Medicine who have authorized such use, in a manner
that protects patient privacy, upholds the highest bioethical standards, assures consistency of
production and provides meaningful information on the nature of the samples (without compromising
patient identity). Role: Co-Investigator, with responsibility for community outreach activities

Pending
Disis (PI) 06/01/2012-05/31/2017 1.2 CAL
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NIH/NCRR $7,730,233 (Annual Direct)

Institute of Translational Health Sciences

This is the competing continuation application for the regional CTSA (UL1 RR 025014), a partnership
between the University of Washington, the Fred Hutchinson Cancer Research Center, Children's Hospital
and Regional Medical Center, and local and regional research and community partners. As a
"collaboratory," the Institute fosters collaboration, career development, education, innovative
technologies and resources, and the translational health research process itself. Role: Co-Investigator.

Recently Completed

1 U01 HG004610 (Larson) 9/30/2007 — 9/29/2011

NIH/NHGRI

Development and Use of Network Infrastructure for High-Throughput GWA Studies

This Cooperative Agreement between the University of Washington, Fred Hutchinson Cancer Research
Center, and Group Health Cooperative will explore the development of key analytic methods and
stakeholder consensus procedures for performing genome-wide studies in participants with phenotypes
and environmental exposures derived from electronic medical records. Role: Co-Investigator

1 RC1 HGO0O5787 (Beskow) 9/30/2009 - 9/29/2011

Ethical Approaches to Genotype-Driven Research Recruitment

The purpose of this Challenge grant is to inform the development of IRB guidelines by exploring research
participants’ attitudes and preferences about re-contact issues in genomic research. The data and
guidelines resulting from this project will be disseminated widely via the CTSA Consortium. Role: Co-
Investigator

U01 HL66682 (Nickerson) 3/20/2006-7/31/2010

UW-FHCRC Variation Discovery Resource

The major goal of this project is a large-scale SNP discovery effort on genes involved in inflammation.
Role: Co-Investigator

NSF Diss Improvement Fullerton (PI) 07/01/2008 —04/31/2009

Doctoral Dissertation Research: What are our AlMs: Public Health Genetics and the Practice of Ancestry
Informative Markers

To support field research necessary for the completion of Joon-Ho Yu’s doctoral dissertation in Public
Health Genetics. Role: Dissertation Advisor

P50 HG3374  Burke (PI) 09/01/2005 - 03/31/2010

Genomic Health Care and the Medically Underserved

This Center of Excellence in Ethical, Legal, and Social Implications (ELSI) Research which will explore the
clinical integration of genomics with a focus on medically underserved populations Role: Co-Investigator

U54 AlI057141 Miller (PI) 10/01/2006 — 02/28/2009

Mind the Gap: Understanding Scientists’ Perspectives on Research with Dual-Use Implications

The WWAMI RCE will develop a strong program of basic research, education, and training in biodefense
and emerging infectious diseases with a focus on Gram-negative pathogens. Mind the Gap is a
developmental project supported by the WWAMI Regional Center of Excellence for Biodefense and
Emerging Infectious Diseases that will design an educational intervention for junior investigators around
dual-use research. Role: Project Director, Developmental Project
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